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The incidence of colorectal cancer (CRC) increased in Taiwan recently. According
to the cancer registration data from the Bareau of Health Promotion, Department of Health,
R.O.C (Taiwan), the crude incidence (per 100,000 population) of CRC in Taiwan
increased from 32.38 in 2000 to 60.62 in 2010. And interestingly, there is a difference
between the South and North of Taiwan. For instance, the crude incidence (per 100,000
population) of CRC of Taipei was 48.42 while for Kaohsiung was 28.69 in 2000; and the
crude incidence of CRC of Taipei was 80.47 and for Kaohsiung was 76.73 in 2010.
Metabolomic is the "systematic study of the unique chemical fingerprints that specific
cellular processes leave behind", the study of their small-molecule metabolite profiles. It
Is now coming of age as an important area of investigation which may help reveal answers
to questions left unanswered or only partially understood from proteomic or genomic
approaches. Metabolomics is one means to determine a biological endpoint, or metabolic
fingerprint, which reflects the balance of all these forces on an individual's metabolism.
In this study, we used the metabolomics analysis (LC-MS and GC-MS) to compare the
metabolites phenotypes between CRC tissue diagnosed and collected in 2000 and 2010;
and the phenotypes between CRC tissue from the North (NTUH) and South Part (KMUH)
of Taiwan. Our results demonstrated that the fingerprinting of CRC as well as the adjacnet
normal tissue were different between 2000 and 2010. Also, the metabolites phenotypes
between North and South Taiwan CRC tissue were different. By using the metabolites
analysis, we also establish the models for differentiating early and late CRC, as well as
predicting models for survival. By using the possible candidate metabolites, it might be
another way to improve the CRC screening and treatment stratification.
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